Key indicators: single-crystal X-ray study; T = 295 K; mean (C-C) = 0.008 Å; R factor = 0.062; wR factor = 0.188; data-to-parameter ratio = 18.2.
In the title compound, [Mn(C 10 H 10 N 2 ) 6 ](ClO 4 ) 2 , the Mn II ion, located on an inversion center, is coordinated by six N atoms from three pairs of symmetry-related 1-benzyl-1H-imidazole ligands in a distorted octahedral geometry. In the crystal, weak intermolecular C-HÁ Á ÁO hydrogen bonds link the complex cations and perchlorate anions. Santoro et al. (2000) . For the synthesis of 1-benzyl-1H-imidazole, see: Shen et al. (2010) .
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Crystal data [Mn(C 10 Table 1 Selected bond lengths (Å ).
Table 2 Hydrogen-bond geometry (Å , ). Data collection: SMART (Bruker, 2007 ); cell refinement: SAINT (Bruker, 2007) ; data reduction: SAINT; program(s) used to solve structure: SHELXS97 (Sheldrick, 2008 ); program(s) used to refine structure: SHELXL97 (Sheldrick, 2008) ; molecular graphics: SHELXTL (Sheldrick, 2008) ; software used to prepare material for publication: SHELXTL.
Comment
Over the past few years, great attention has been paid to the coordination chemistry of imidazole and its derivatives because these compounds are ubiquitous in biological and biochemical structures and functions, such as the roles of histidine as a metal ion binding site in metalloenzymes and in the catalytic mechanism of ribonucleases and other phosphoesterases (Cui et al., 2005; Fan et al., 2005; Li et al., 2009; Peng et al., 2010; Santoro et al., 2000) . We report here the crystal structure of the title compound.
The coordination geometry around the Mn II atom is slightly distorted octahedral, defined by six N atoms from six 1-benzyl-1H-imidazole ligands (Fig. 1 ). The Mn-N bond distances lie in a range from 2.158 (2) to 2.181 (2) Å (Table 1 ). In the crystal, the complex cations and perchlorate anions are linked via weak C-H···O hydrogen bonds ( 
Refinement
H atoms were placed in calculated positions and refined as riding atoms, with C-H = 0.93 (CH) and 0.97 (CH 2 ) Å and with U iso (H) = 1.2U eq (C). bsorption correction: multi-scan (SADABS; Sheldrick, 1996) h = −12→11 
